
Porphyromonas endodontalis str ATCC 35406 id GCA 000174815 1
Porphyromonas endodontalis str FDAARGOS 1506 id GCA 020097375 1

Porphyromonas endodontalis str NCTC13058 id GCA 900454815 1
Porphyromonas endodontalis str SRR8786260 bin 7 metaWRAP v1 3 MAG id GCA 947097935 1
Porphyromonas endodontalis str ERR589472 bin 90 CONCOCT v1 1 MAG id GCA 938041855 1

Porphyromonas endodontalis str SRR9217394 mag bin 3 id GCA 905372125 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Porphyromo... none 180 0 1

Porphyromo... none 180 0 1

Porphyromo... none 180 0 1

Porphyromo... none 180 0 1

Porphyromo... none 180 0 1

Porphyromo... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 4.6904

num_genome... none 0 0 6

Porphyromonas endodontalis homd HMT 273
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1889) KNOWN (52)CAZyme

KNOWN (1297) UNKNOWN (644)COG20 CATEGORY

KNOWN (1297) UNKNOWN (644)COG20 FUNCTION

UNKNOWN (1497) KNOWN (444)COG20 PATHWAY

UNKNOWN (994) KNOWN (947)KEGG BRITE

UNKNOWN (1702) KNOWN (239)KEGG Class

UNKNOWN (1702) KNOWN (239)KEGG Module

UNKNOWN (993) KNOWN (948)KOfam

KNOWN (1512) UNKNOWN (429)Pfam


