
Porphyromonas pasteri str KA00683 id GCA 001553215 1
Porphyromonas pasteri str KA00676 id GCA 001553165 1

Porphyromonas pasteri str DRR214962 bin 24 metaWRAP v1 1 MAG id GCA 916439165 1
Porphyromonas pasteri str SRR1952623 bin 4 CONCOCT v1 1 MAG id GCA 937888685 1

Porphyromonas pasteri str rfhJd5zLSv bin 10 MAG id GCA 946222795 1
Porphyromonas pasteri str F0450 id GCA 000292995 1

Porphyromonas pasteri str KLE 1280 id GCA 000700805 1
Porphyromonas pasteri str JCVI 12 bin 11 id GCA 015262745 1

Porphyromonas pasteri str SRR6059110 mag bin 5 id GCA 905371295 1
Porphyromonas pasteri str JCVI 38 bin 12 id GCA 015262975 1

Porphyromonas pasteri str JCVI 41 bin 6 id GCA 015262915 1
Porphyromonas pasteri str SRR2037088 bin 12 metaWRAP v1 1 MAG id GCA 915069595 1

Porphyromonas pasteri str JCVI 28 bin 3 id GCA 015263015 1
Porphyromonas pasteri str JCVI 4 bin 4 id GCA 015262895 1

Porphyromonas pasteri str JCVI 18 bin 8 id GCA 015263095 1
Porphyromonas pasteri str SRR9217406 mag bin 1 id GCA 905372325 1

Porphyromonas pasteri str JCVI 26 bin 3 id GCA 015262835 1
Porphyromonas pasteri str JCVI 36 bin 1 id GCA 015262805 1

Porphyromonas pasteri str JCVI 37 bin 10 id GCA 015263045 1
Porphyromonas pasteri str JCVI 22A bin 8 id GCA 015263125 1

Porphyromonas pasteri str ERR3827219 bin 1 metaWRAP v1 1 MAG id GCA 927910925 1
Porphyromonas pasteri str JCM 30531 id GCA 014647755 1

Porphyromonas pasteri str SRR12445063 bin 2 MetaWRAP v1 3 MAG id GCA 951230495 1
Porphyromonas pasteri str JCVI 17 bin 5 id GCA 015263105 1

Porphyromonas pasteri str JCVI 1 bin 6 id GCA 015262735 1
Porphyromonas pasteri str ERR2764975 bin 4 metaWRAP v1 1 MAG id GCA 916048385 1

Porphyromonas pasteri str JCVI 11 bin 14 id GCA 015263215 1
Porphyromonas pasteri str JCVI 49 bin 7 id GCA 015262925 1
Porphyromonas pasteri str EMRHCC 6C id GCA 943169685 1

Porphyromonas pasteri str SRR15235654 bin 4 metaWRAP v1 1 MAG id GCA 916720075 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

Porphyromo... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 8.6603

num_genome... none 0 0 30

Porphyromonas pasteri homd HMT 279
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3230) KNOWN (104)CAZyme

UNKNOWN (1740) KNOWN (1594)COG20 CATEGORY

UNKNOWN (1739) KNOWN (1595)COG20 FUNCTION

UNKNOWN (2880) KNOWN (454)COG20 PATHWAY

UNKNOWN (2229) KNOWN (1105)KEGG BRITE

UNKNOWN (3086) KNOWN (248)KEGG Class

UNKNOWN (3086) KNOWN (248)KEGG Module

UNKNOWN (2226) KNOWN (1108)KOfam

KNOWN (1916) UNKNOWN (1418)Pfam


