Porphyromonas sp HM I 276 homa HMIIT 278

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Porphyromonas sp HMT 278 str ERR2764965 bin 3 metaWRAP v1 1 MAG id GCA 9160482451 [l|
Porphyromonas sp HMT 278 str SRR9217428 mag bin 34id GCA 9053726851 [ N
Porphyromonas sp HMT 278 str ERR589475 bin 46 CONCOCT v1 1 MAG id GCA 9380181951 ||| |}

Porphyromonas sp HMT 278 str W7784 id GCA 0004678552 || |}
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CAZyme  ynknown @oto) B KNOWN (84)
COG20 CATEGORY B KNOWN (1354) | | UNKNOWN (740)

COGZO FU NCTION B KNOWN (1354) UNKNOWN (740)
COGZO PATHWAY UNKNOWN (1652) ll KNOWN (442)
KEGG BRITE  unknown (1083 m known ro11)

KEGG CIaSS UNKNOWN (1847) B KNOWN (247)

KEGG MOdUIe UNKNOWN (1847) B KNOWN (247)

KOfam  ynknown (1077) Il KNOWN (1017)

Pfam B KNOWN (1563) | | UNKNOWN (531)




