
Pseudomonas aeruginosa str M18 id GCA 000226155 1
Pseudomonas aeruginosa str DSM 50071 id GCA 001042925 1
Pseudomonas aeruginosa str DSM 50071 id GCA 001045685 1
Pseudomonas aeruginosa str NCTC10332 id GCA 001457615 1

Pseudomonas aeruginosa str B17932 id GCA 003952325 1
Pseudomonas aeruginosa str ATCC 9027 id GCA 001374975 1

Pseudomonas aeruginosa str H47921 id GCA 001516345 1
Pseudomonas aeruginosa str CCBH4851 id GCA 000763245 3

Pseudomonas aeruginosa str SCAID WND1 2021 9 195 id GCA 019915445 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 17

num_genes_... sqrt 0 0 6.4031

num_genome... none 0 0 9

Pseudomonas aeruginosa homd HMT 536
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (7706) KNOWN (138)CAZyme

KNOWN (5774) UNKNOWN (2070)COG20 CATEGORY

KNOWN (5774) UNKNOWN (2070)COG20 FUNCTION

UNKNOWN (6654) KNOWN (1190)COG20 PATHWAY

KNOWN (4270) UNKNOWN (3574)KEGG BRITE

UNKNOWN (6988) KNOWN (856)KEGG Class

UNKNOWN (6988) KNOWN (856)KEGG Module

KNOWN (4278) UNKNOWN (3566)KOfam

KNOWN (6276) UNKNOWN (1568)Pfam


