Pseudomonas otitidis homd HM | 834

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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Pseudomonas otitidis str GD03976 id GCA 029838685 1 || |1 I N | || | N
Pseudomonas otitidis str DSM 17224 id Gca 900111835 1 ||| || || mil
Pseudomonas otitidis str WP8 S17 CRE 03 id GCA 014161995 1 “l“lHl_ I . I ““ |‘
Pseudomonas otitidis str BC12id GCA 026651425 1 || | | _ I ]
Pseudomonas otitidis str NK1 id GCA 030418255 1 ||| N | 1

Pseudomonas otitidis str TL17 id GCA 030166435 1 |||  EEEEEEEEEEEEEE—— || B 1
Pseudomonas otitidis str CSMC7 1id GCA 019879085 1 | I EEEEEEEEEE——— | ] il
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CAZyme UNKNOWN (7528) [ll KNOWN (146)
COG20 CATEGORY B KNOWN (5511) | | UNKNOWN (2163)

COGZO FU NCTION B KNOWN (5511) UNKNOWN (2163)
COGZO PATHWAY UNKNOWN (6486) B8 KNOWN (1188)
KEGG BRITE B KNOWN (4026) UNKNOWN (3648)

KEGG Class UNKNOWN (6895) [l KNOWN (779)

KEGG Module  jukvown (6895) Jll KNOWN (779)

KOfam B KNOWN (4034) | | UNKNOWN (3640)

Pfam g wnown 6033 unknown (6a1)




