RNhodobacter capsulatus homa AM | 857

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Rhodobacter capsulatus str SB 1003 id GCA 000021865 1
Rhodobacter capsulatus str DE442 id GCA 000505785 1
Rhodobacter capsulatus str R121 id GCA 000506565 2
Rhodobacter capsulatus str 37b4 id GCA 029277405 1 \
Rhodobacter capsulatus str DSM 938 id GCA 900102155 1 \

Rhodobacter capsulatus str 841 d GeA 001402715 1 | . $ W |
Rhodobacter capsulatus st DSM 1710 d GeA 003254205 1 | R |
Rhodobacter capsulatus st AT2id GeA 014622665 1 [ N

Rhodobacter capsulatus str A52 id GCA 001402725 1 ‘
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CAZyme UNKNOWN (4412) [l KNOWN (84)
COG20 CATEGORY I KNOWN (3291) | | UNKNOWN (1205)

COGZO FU NCTION B KNOWN (3291) UNKNOWN (1205)
COGZ O PATHWAY UNKNOWN (3693) l KNOWN (803)
KEGG BRITE B KNOWN (2391) UNKNOWN (2105)

KEGG ClaSS UNKNOWN (3992) l KNOWN (504)

KEGG Module - ynknown (3992) [l KNOWN (504)

KOfam g known 2se4)  unknown @1oz)

Pfam B KNOWN (3452) UNKNOWN (1044)




