
Rhodobacter capsulatus str SB 1003 id GCA 000021865 1
Rhodobacter capsulatus str DE442 id GCA 000505785 1

Rhodobacter capsulatus str R121 id GCA 000506565 2
Rhodobacter capsulatus str 37b4 id GCA 029277405 1

Rhodobacter capsulatus str DSM 938 id GCA 900102155 1
Rhodobacter capsulatus str B41 id GCA 001402715 1

Rhodobacter capsulatus str DSM 1710 id GCA 003254295 1
Rhodobacter capsulatus str A12 id GCA 014622665 1
Rhodobacter capsulatus str A52 id GCA 001402725 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

Rhodobacte... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 7.4162

num_genome... none 0 0 9

Rhodobacter capsulatus homd HMT 857
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4412) KNOWN (84)CAZyme

KNOWN (3291) UNKNOWN (1205)COG20 CATEGORY

KNOWN (3291) UNKNOWN (1205)COG20 FUNCTION

UNKNOWN (3693) KNOWN (803)COG20 PATHWAY

KNOWN (2391) UNKNOWN (2105)KEGG BRITE

UNKNOWN (3992) KNOWN (504)KEGG Class

UNKNOWN (3992) KNOWN (504)KEGG Module

KNOWN (2394) UNKNOWN (2102)KOfam

KNOWN (3452) UNKNOWN (1044)Pfam


