
Roseomonas mucosa str AD3 id GCA 026222695 1
Roseomonas mucosa str B5 id GCA 000292225 1

Roseomonas mucosa str FDAARGOS 658 id GCA 008693785 1
Roseomonas mucosa str ATCC BAA 692 id GCA 000622225 1

Roseomonas mucosa str NCTC13291 id GCA 900455935 1
Roseomonas mucosa str AU37 id GCA 001466485 2

Roseomonas mucosa str PG id GCA 006771025 1
Roseomonas mucosa str TT14 id GCA 023923185 1

Roseomonas mucosa str FDAARGOS 362 id GCA 002754815 1
Roseomonas mucosa str HV1 id GCA 026222715 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

Roseomonas... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 36

num_genes_... sqrt 0 0 11.6190

num_genome... none 0 0 10

Roseomonas mucosa homd HMT 245
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5971) KNOWN (167)CAZyme

KNOWN (4463) UNKNOWN (1675)COG20 CATEGORY

KNOWN (4463) UNKNOWN (1675)COG20 FUNCTION

UNKNOWN (5126) KNOWN (1012)COG20 PATHWAY

KNOWN (3223) UNKNOWN (2915)KEGG BRITE

UNKNOWN (5511) KNOWN (627)KEGG Class

UNKNOWN (5511) KNOWN (627)KEGG Module

KNOWN (3225) UNKNOWN (2913)KOfam

KNOWN (4595) UNKNOWN (1543)Pfam


