
Rothia aeria str JCM 11412 id GCA 002355935 1
Rothia aeria str UMB0589 id GCA 030223365 1

Rothia aeria str FDAARGOS 1137 id GCA 016726365 1
Rothia aeria str RSM15 id GCA 029851005 1

Rothia aeria str UMB8972 id GCA 030219075 1
Rothia aeria str HSID18069 id GCA 003989155 1

Rothia aeria str LPB0401 id GCA 019334745 1
Rothia aeria str F0184 id GCA 000479025 1
Rothia aeria str F0474 id GCA 000258205 1

Rothia aeria str HSID18067 id GCA 003989445 1
Rothia aeria str SRR15235667 bin 24 metaWRAP v1 1 MAG id GCA 916720985 1

Rothia aeria str C6B id GCA 000763685 1
Rothia aeria str C6D id GCA 000763765 1

Rothia aeria str S12M Sa 16 id GCA 030530555 1
Rothia aeria str RSM89 id GCA 029850955 1

Rothia aeria str ERR589473 bin 57 CONCOCT v1 1 MAG id GCA 937927245 1
Rothia aeria str RSM482 id GCA 029850825 1

Rothia aeria str SRR9217428 mag bin 1 id GCA 905372695 1
Rothia aeria str NCTC10207 id GCA 900637985 1

Rothia aeria str RSM41 id GCA 029851025 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

Rothia_aer... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 10.1980

num_genome... none 0 0 20

Rothia aeria homd HMT 188
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3522) KNOWN (81)CAZyme

KNOWN (2005) UNKNOWN (1598)COG20 CATEGORY

KNOWN (2006) UNKNOWN (1597)COG20 FUNCTION

UNKNOWN (3070) KNOWN (533)COG20 PATHWAY

UNKNOWN (2279) KNOWN (1324)KEGG BRITE

UNKNOWN (3329) KNOWN (274)KEGG Class

UNKNOWN (3329) KNOWN (274)KEGG Module

UNKNOWN (2273) KNOWN (1330)KOfam

KNOWN (2219) UNKNOWN (1384)Pfam


