
Rothia mucilaginosa clade 147 str HMSC068F09 id GCA 001812775 1
Rothia mucilaginosa clade 147 str HMSC072E10 id GCA 001813965 1

Rothia mucilaginosa clade 147 str ERR589708 bin 88 CONCOCT v1 1 MAG id GCA 938043995 1
Rothia mucilaginosa clade 147 str 473 RMUC id GCA 001065135 1

Rothia mucilaginosa clade 147 str HMSC072B03 id GCA 001809565 1
Rothia mucilaginosa clade 147 str 141 RMUC id GCA 001061665 1
Rothia mucilaginosa clade 147 str 574 RMUC id GCA 001065485 1

Rothia mucilaginosa clade 147 str HMSC062F03 id GCA 001836905 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

Rothia_muc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 6

num_genes_... sqrt 0 0 5.2915

num_genome... none 0 0 8

Rothia mucilaginosa clade 147 homd HMT 147
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2194) KNOWN (59)CAZyme

KNOWN (1488) UNKNOWN (765)COG20 CATEGORY

KNOWN (1488) UNKNOWN (765)COG20 FUNCTION

UNKNOWN (1806) KNOWN (447)COG20 PATHWAY

KNOWN (1137) UNKNOWN (1116)KEGG BRITE

UNKNOWN (2001) KNOWN (252)KEGG Class

UNKNOWN (2001) KNOWN (252)KEGG Module

KNOWN (1141) UNKNOWN (1112)KOfam

KNOWN (1603) UNKNOWN (650)Pfam


