
Saccharimonas sp HMT 349 str ML1 id GCA 030253535 1
Saccharimonas sp HMT 349 str P B M MAG 00009 id GCA 013333675 2

Saccharimonas sp HMT 349 str PM007 id GCA 018127705 1
Saccharimonas sp HMT 349 str TM7 HOT 349 SAG1 id GCA 007845455 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Saccharimo... none 180 0 1

Saccharimo... none 180 0 1

Saccharimo... none 180 0 1

Saccharimo... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 3.3166

num_genome... none 0 0 4

Saccharimonas sp HMT 349 homd HMT 349
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1267) KNOWN (41)CAZyme

KNOWN (722) UNKNOWN (586)COG20 CATEGORY

KNOWN (722) UNKNOWN (586)COG20 FUNCTION

UNKNOWN (1103) KNOWN (205)COG20 PATHWAY

UNKNOWN (817) KNOWN (491)KEGG BRITE

UNKNOWN (1261) KNOWN (47)KEGG Class

UNKNOWN (1261) KNOWN (47)KEGG Module

UNKNOWN (816) KNOWN (492)KOfam

KNOWN (791) UNKNOWN (517)Pfam


