
Schaalia sp HMT 172 str ERR2764996 bin 6 metaWRAP v1 1 MAG id GCA 916048505 1
Schaalia sp HMT 172 str F0311 id GCA 000466265 1
Schaalia sp HMT 172 str F0311 id GCA 030644365 1

Schaalia sp HMT 172 str ERR10149224 bin 3 MetaWRAP v1 3 MAG id GCA 959028025 1
Schaalia sp HMT 172 str HRGM Genome 0300 id GCA 019425175 1

Schaalia sp HMT 172 str ICM58 id GCA 000283035 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Schaalia_s... none 180 0 1

Schaalia_s... none 180 0 1

Schaalia_s... none 180 0 1

Schaalia_s... none 180 0 1

Schaalia_s... none 180 0 1

Schaalia_s... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 4.7958

num_genome... none 0 0 6

Schaalia sp HMT 172 homd HMT 172
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2449) KNOWN (68)CAZyme

KNOWN (1650) UNKNOWN (867)COG20 CATEGORY

KNOWN (1650) UNKNOWN (867)COG20 FUNCTION

UNKNOWN (2031) KNOWN (486)COG20 PATHWAY

UNKNOWN (1259) KNOWN (1258)KEGG BRITE

UNKNOWN (2251) KNOWN (266)KEGG Class

UNKNOWN (2251) KNOWN (266)KEGG Module

KNOWN (1265) UNKNOWN (1252)KOfam

KNOWN (1790) UNKNOWN (727)Pfam


