
Selenomonas artemidis str MGYG HGUT 02022 id GCA 902474955 1
Selenomonas artemidis str ERR414475 bin 24 CONCOCT v1 1 MAG id GCA 938036365 1

Selenomonas artemidis str ERR414475 bin 32 id GCA 905204565 1
Selenomonas artemidis str F0430 id GCA 000183625 2

Selenomonas artemidis str FOBRC9 id GCA 000287655 1
Selenomonas artemidis str DSM 19719 id GCA 000426665 1

Selenomonas artemidis str F0399 id GCA 000187125 1
Selenomonas artemidis str SRR13494493 bin 2 MetaWRAP v1 3 MAG id GCA 959017935 1

Selenomonas artemidis str SRR9217423 mag bin 5 id GCA 905372505 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

Selenomona... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 18

num_genes_... sqrt 0 0 6.2450

num_genome... none 0 0 9

Selenomonas artemidis homd HMT 124
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2909) KNOWN (86)CAZyme

KNOWN (2129) UNKNOWN (866)COG20 CATEGORY

KNOWN (2129) UNKNOWN (866)COG20 FUNCTION

UNKNOWN (2441) KNOWN (554)COG20 PATHWAY

KNOWN (1613) UNKNOWN (1382)KEGG BRITE

UNKNOWN (2652) KNOWN (343)KEGG Class

UNKNOWN (2652) KNOWN (343)KEGG Module

KNOWN (1616) UNKNOWN (1379)KOfam

KNOWN (2309) UNKNOWN (686)Pfam


