
Serratia marcescens str ATCC 13880 id GCA 017654245 1
Serratia marcescens str ATCC 13880 substr Sm S9 jyu2015 id GCA 017299535 1

Serratia marcescens str ATCC 13880 substr Sm S89 jyu2015 id GCA 017298895 1
Serratia marcescens str ATCC 13880 substr Sm S71 jyu2015 id GCA 017298855 1
Serratia marcescens str ATCC 13880 substr Sm S67 jyu2015 id GCA 017299275 1
Serratia marcescens str ATCC 13880 substr Sm S65 jyu2015 id GCA 017298975 1
Serratia marcescens str ATCC 13880 substr Sm S54 jyu2015 id GCA 017298755 1
Serratia marcescens str ATCC 13880 substr Sm S40 jyu2015 id GCA 017299315 1
Serratia marcescens str ATCC 13880 substr Sm S37 jyu2015 id GCA 017301315 1
Serratia marcescens str ATCC 13880 substr Sm S22 jyu2015 id GCA 017299035 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

Serratia_m... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 8.3666

num_genome... none 0 0 10

Serratia marcescens homd HMT 115
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4581) KNOWN (132)CAZyme

KNOWN (4071) UNKNOWN (642)COG20 CATEGORY

KNOWN (4071) UNKNOWN (642)COG20 FUNCTION

UNKNOWN (3780) KNOWN (933)COG20 PATHWAY

KNOWN (3358) UNKNOWN (1355)KEGG BRITE

UNKNOWN (4061) KNOWN (652)KEGG Class

UNKNOWN (4061) KNOWN (652)KEGG Module

KNOWN (3367) UNKNOWN (1346)KOfam

KNOWN (4322) UNKNOWN (391)Pfam


