Slackia exigua homa AM T 602

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

slackia exigua str ATCC 700122 id GCA 000162875 1 ||| NG | B
slackia exigua str NCTC12994 id GCA 900450505 1 ||| NI N, | |
slackia exigua str DFI 6 114 id GCA 024462625 1 ||| GGG, | B
Slackia exigua str ERR589663 bin 38 CONCOCT v1 1 MAG id GcA 938037195 1 ||| I |
slackia exigua str cM382 id GcA 000293015 1 || I, |
slackia exigua str EYE 27 id GCA 023148135 1 [l I
Slackia exigua str MGYG HGUT 02910 id Gca 902480615 1 (| [ | ||| GGG (]
Slackia exigua str UMB0191 id GCA 030223695 1 || | | GG (| |
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CAZyme UNKNOWN (2489) [l KNOWN (22)
COG20 CATEGORY B KNOWN (1881) | | UNKNOWN (630)

COGZO FU NCTION B KNOWN (1881) UNKNOWN (630)
COGZO PATHWAY UNKNOWN (1979) Bl KNOWN (532)
KEGG BRITE - UNKNOWN (1258) B8 KNOWN (1253)

KEGG CIaSS UNKNOWN (2292) l KNOWN (219)

KEGG Module  jakvown (2292) ] KNOWN (219)

KOfam Bl KNOWN (1257) | UNKNOWN (1254)

Pfam g wnown (972 unknown s3g)




