
Sneathia vaginalis str SRR12830918 bin 4 metaWRAP v1 3 MAG id GCA 946891995 1
Sneathia vaginalis str SRR16916860 bin 27 metaWRAP v1 3 MAG id GCA 946997945 1

Sneathia vaginalis str ERR4705329 bin 7 metaWRAP v1 3 MAG id GCA 947039915 1
Sneathia vaginalis str MGYG HGUT 04516 id GCA 902496035 1

Sneathia vaginalis str SN35 id GCA 000973085 1
Sneathia vaginalis str CCUG 52976 id GCA 030238485 1

Sneathia vaginalis str T3315 96 id GCA 014892235 1
Sneathia vaginalis str ERR9530663 bin 9 metaWRAP v1 3 MAG id GCA 946891045 1

Sneathia vaginalis str SRR17635676 bin 1 metaWRAP v1 3 MAG id GCA 947252985 1
Sneathia vaginalis str SRR17635737 bin 1 metaWRAP v1 3 MAG id GCA 947253345 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

Sneathia_v... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 6.8557

num_genome... none 0 0 10

Sneathia vaginalis homd HMT 844
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1801) KNOWN (32)CAZyme

KNOWN (1280) UNKNOWN (553)COG20 CATEGORY

KNOWN (1280) UNKNOWN (553)COG20 FUNCTION

UNKNOWN (1518) KNOWN (315)COG20 PATHWAY

KNOWN (917) UNKNOWN (916)KEGG BRITE

UNKNOWN (1692) KNOWN (141)KEGG Class

UNKNOWN (1692) KNOWN (141)KEGG Module

KNOWN (918) UNKNOWN (915)KOfam

KNOWN (1343) UNKNOWN (490)Pfam


