
Staphylococcus caprae str 1H22 id GCA 018407965 1
Staphylococcus caprae str SY333 id GCA 012851115 1

Staphylococcus caprae str N99 id GCA 018916935 1
Staphylococcus caprae str 252 SWAR id GCA 001071965 1

Staphylococcus caprae str 9557 id GCA 000931485 1
Staphylococcus caprae str 28 2016 id GCA 019685795 1

Staphylococcus caprae str JMUB590 id GCA 003966605 1
Staphylococcus caprae str JMUB898 id GCA 003966625 1

Staphylococcus caprae str 78 2016 id GCA 019685475 1
Staphylococcus caprae str JMUB145 id GCA 003966585 1

Staphylococcus caprae str OG2 2 id GCA 002276615 1
Staphylococcus caprae str 26D id GCA 007814385 1

Staphylococcus caprae str F5 7S P12B id GCA 017167785 1
Staphylococcus caprae str ACVEO id GCA 029928745 1

Staphylococcus caprae str M23864 W1 id GCA 000160215 1
Staphylococcus caprae str UMB1181 id GCA 030217915 1
Staphylococcus caprae str UMB9967 id GCA 030212385 1

Staphylococcus caprae str UBA10739 id GCA 003522455 1
Staphylococcus caprae str NCTC12196 id GCA 900458385 1

Staphylococcus caprae str NCTC 12196 id GCA 002902725 1
Staphylococcus caprae str 76 2016 id GCA 019685855 1

Staphylococcus caprae str GBY4178 id GCA 030053435 1
Staphylococcus caprae str SNUC 4023 id GCA 003578345 1

Staphylococcus caprae str acrog id GCA 022690585 1
Staphylococcus caprae str HMSC036D05 id GCA 001836225 1

Staphylococcus caprae str HMSC62A08 id GCA 001839105 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

Staphyloco... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 15.3623

num_genome... none 0 0 26

Staphylococcus caprae homd HMT 567
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3947) KNOWN (51)CAZyme

KNOWN (2534) UNKNOWN (1464)COG20 CATEGORY

KNOWN (2534) UNKNOWN (1464)COG20 FUNCTION

UNKNOWN (3334) KNOWN (664)COG20 PATHWAY

UNKNOWN (2200) KNOWN (1798)KEGG BRITE

UNKNOWN (3609) KNOWN (389)KEGG Class

UNKNOWN (3609) KNOWN (389)KEGG Module

UNKNOWN (2195) KNOWN (1803)KOfam

KNOWN (2815) UNKNOWN (1183)Pfam


