
Staphylococcus cohnii str SDAQ 1 id GCA 030220105 1
Staphylococcus cohnii str NCTC7623 id GCA 900458845 1

Staphylococcus cohnii str NBRC 109713 id GCA 007992675 1
Staphylococcus cohnii str NCTC 11041 id GCA 002902365 1

Staphylococcus cohnii str FDAARGOS 538 id GCA 003956025 1
Staphylococcus cohnii str NCTC11041 id GCA 900458255 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 30

num_genes_... sqrt 0 0 8.6023

num_genome... none 0 0 6

Staphylococcus cohnii homd HMT 117
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2928) KNOWN (65)CAZyme

KNOWN (2306) UNKNOWN (687)COG20 CATEGORY

KNOWN (2306) UNKNOWN (687)COG20 FUNCTION

UNKNOWN (2339) KNOWN (654)COG20 PATHWAY

KNOWN (1667) UNKNOWN (1326)KEGG BRITE

UNKNOWN (2598) KNOWN (395)KEGG Class

UNKNOWN (2598) KNOWN (395)KEGG Module

KNOWN (1673) UNKNOWN (1320)KOfam

KNOWN (2426) UNKNOWN (567)Pfam


