k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Tannerella;s__sp._oral_taxon_286
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__denticola

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__oulorum

k__ Bacteria;p__Bacteroidetes;c__ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__salivae
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s_ sp._oral_taxon_300
k__Bacteria;p__Bacteroidetes;c_ Flavobacteria;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__gingivalis
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s_ sp._oral_taxon_380
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__adiacens
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__multispecies_sppl57_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._str._C300
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_Veillonellaceae;g__Selenomonas;s__noxia
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_498
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__wadei
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f _Campylobacteraceae;g__Campylobacter;s__gracilis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Cardiobacteriales;f _Cardiobacteriaceae;g__Cardiobacterium;s__hominis
k__Bacteria;p__Proteobacteria;c__ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Enterobacter;s__kobei
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g_ Pragia;s__fontium
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g_ Pragia;s_ fontium_nov_97.70%
k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f _TM7_[F-1];g_ TM7_[G-1];s__sp._oral_taxon_346
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