k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_930

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__intermedia
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s_ sp._oral_taxon_443
k__Bacteria;p__Bacteroidetes;c_ Flavobacteriia;o__Flavobacteriales;f_Flavobacteriaceae;g__Capnocytophaga;s__leadbetteri

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Gemellaceae;g__Gemella;s__haemolysans
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__adiacens

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__mitis

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g_ Streptococcus;s_ sp._oral_taxon_070
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g_ Streptococcus;s_ sp._oral_taxon_431
k__Bacteria;p__Firmicutes;c__Erysipelotrichia;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Solobacterium;s__moorei
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Citrobacter;s__koseri
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Salmonella;s__Schwarzengrund_ss_enterica
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Salmonella;s__multispecies_sppll_2
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Salmonella;s__multispecies_sppl3_7
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__multigenus;s__multispecies_spp21_3
k__Bacteria;p__Proteobacteria;c__ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__multigenus;s__multispecies_spp22_4
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__multigenus;s__multispecies_spp9_2
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__ Haemophilus;s__haemolyticus_nov_94.70%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_036
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