k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__dentocariosa_HMT_587
k__Bacteria;p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Atopobium;s__sp._HMT_199
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides;s__goldsteinii
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Staphylococcus;s__multispecies_spp219_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Enterococcaceae;g__Enterococcus;s__casseliflavus_HMT_801
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__multispecies_spp35_3

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__anginosus_HMT_543
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__danieliae
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_sppl47_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__mutans_HMT_686

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Peptostreptococcus;s__stomatis_ HMT_112
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp82_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp83_3

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__sp._HMT_203
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s__gracilis HMT_623
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacterales;f_Enterobacteriaceae;g_ Klebsiella;s__pneumoniae_HMT_731
k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacterales;f _multifamily;g__multigenus;s__multispecies_spp246_7

k__Bacteria;p__Saccharibacteria_(TM7);c__Saccharibacteria_(TM7)_[C-1];0_ Saccharibacteria_(TM7)_[O-1];f _Saccharibacteria_(TM7)_[F-1];9__ Saccharibacteria_(TM7)_[G-1];s__bacterium_HMT_349

k__Plantae;p__Angiosperms;c__Magnoliids;o__Laurales;f__Calycanthaceae;g__ Calycanthus;s_ floridus_ HMT_DOQ7



