k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__mucilaginosa_HMT_681
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Bifidobacteriales;f__Bifidobacteriaceae;g__Bifidobacterium;s__pseudolongum
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Bacteroidaceae;g__Bacteroides;s__fragilis

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__pasteri_HMT_279
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__histicola_HMT_298
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__melaninogenica_HMT_469
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__oris_ HMT_311
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__salivae_HMT_307
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__danieliae

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Dorea;s__formicigenerans_nov_97.030%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Faecalicatena;s__orotica
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnoclostridium;s__multispecies_sppn93_2_nov_94.802%
k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__multigenus;s__multispecies_sppn26_2_nov_97.778%
k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__multigenus;s__multispecies_sppn87_2_nov_95.556%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Lacnoclostridium;s__scindens

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Pseudoflavonifractor;s__capillosus
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Fusobacteriaceae;g_ Fusobacterium;s__periodonticum_HMT_201
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__ Leptotrichia;s__sp._HMT_221

k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s_ concisus HMT_575



